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ATP6V1G3 purified MaxPab mouse polyclonal antibody (BO1P)

Catalog# H00127124-B01P Size 50 ug
Applications
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:s: Western Blot analysis of ATP6V1G3 expression in transfected 293T cell line
7= (HO0127124-T01) by ATP6V1G3 MaxPab polyclonal antibody.
25=
it Lane 1: ATP6V1G3 transfected lysate(12.98 KDa).

Lane 2: Non-transfected lysate.

Product Description Mouse polyclonal antibody raised against a full-length human ATP6V1G3 protein.
Immunogen ATP6V1G3 (NP_573569.1, 1 a.a. ~ 118 a.a) full-length human protein.
Sequence MTSQSQGIHQLLQAEKRAKDKLEEAKKRKGKRLKQAKEEAMVEIDQYRMQRDKEFRLKQSKIMG

SQNNLSDEIEEQTLGKIQELNGHYNKYMESVMNQLLSMVCDMKPEIHVNYRATN

Host Mouse

Reactivity Human

Interspecies Antigen Mouse (84); Rat (81)

Sequence

Quality Control Testing Antibody reactive against mammalian transfected lysate.

Storage Buffer In1xPBS, pH 7.4

Storage Instruction Store at -20°C or lower. Aliquot to avoid repeated freezing and thawing.
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Applications

® \Western Blot (Transfected lysate)

Western Blot analysis of ATP6V1G3 expression in transfected 293T cell line (H00127124-T01) by ATP6V1G3 MaxPab
polyclonal antibody.

Lane 1: ATP6V1G3 transfected lysate(12.98 KDa).
Lane 2: Non-transfected lysate.

Protocol Download

Gene Info — ATP6V1G3

Entrez GenelD 127124

GeneBank Accession# NM_133262.2

Protein Accession# NP_573569.1

Gene Name ATP6EV1G3

Gene Alias ATP6G3, MGC119810, MGC119813, Vma10

Gene Description ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G3

Gene Ontology Hyperlink

Gene Summary This gene encodes a component of vacuolar ATPase (V-ATPase), a multisubunit enzyme that me

diates acidification of eukaryotic intracellular organelles. V-ATPase dependent organelle acidific

ation is necessary for such intracellular processes as protein sorting, zymogen activation, recepto
r-mediated endocytosis, and synaptic vesicle proton gradient generation. V-ATPase is compose

d of a cytosolic V1 domain and a transmembrane VO domain. The V1 domain consists of three A
and three B subunits, two G subunits plus the C, D, E, F, and H subunits. The V1 domain contains
the ATP catalytic site. The VO domain consists of five different subunits: a, c, ¢', ¢" and d. Addition
al isoforms of many of the V1 and VO subunit proteins are encoded by multiple genes or alternativ
ely spliced transcript variants. This gene encodes one of three G subunit proteins. Transcript varia
nts encoding different isoforms have been found for this gene. [provided by RefSeq

Other Designations ATPase, H+ transporting, lysosomal (vacuolar proton pump) subunit G3|ATPase, H+ transporting,
lysosomal 13kD, V1 subunit G|JATPase, H+ transporting, lysosomal, V1 subunit G3|OTTHUMPOO
000033686|V-ATPase 13 kDa subunit 3|V-ATPase G subunit 3[V-ATPase G3 subu

Pathway
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http://www.abnova.com/products/products_detail.asp?catalog_id=H00127124-T01
http://54.65.29.86/upload/media/product/protocol_pdf/Western_Blot_Tr.pdf
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e Epithelial cell signaling in Helicobacter pylori infection

e Metabolic pathways

o Oxidative phosphorylation

@ Vibrio cholerae infection
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https://www.genome.jp/kegg-bin/show_pathway?hsa05120+Epithelial%20cell%20signaling%20in%20Helicobacter%20pylori%20infection
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