@Abnova Product Information

ATP6VOA2 DNAxPab

Catalog # H00023545-WO01P Size 200 ug

Specification

Product Description Rabbit polyclonal antibody raised against a partial-length human ATP6V0A2 DNA using DNAX™ Im
mune technology.

Technology DNAX™ Immune

Immunogen Extracellular membrane domain (ECD) human DNA

Host Rabbit

Reactivity Human

Purification Protein A

Quality Control Testing Antibody reactive against mammalian transfected lysate.

Storage Buffer In1xPBS,pH 7.4

Storage Instruction Store at -20°C or lower. Aliquot to avoid repeated freezing and thawing.

Applications

® \Nestern Blot (Transfected lysate)

Protocol Download

® |Immunofluorescence (Transfected cell)

® Flow Cytometry (Transfected cell)

Gene Info — ATP6V0A2
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http://www.abnova.com/support/technologies.asp?switchfunctionid=%7BAA6FF830-12F5-4A49-A30C-A754F674D451%7D
http://54.65.29.86/upload/media/product/protocol_pdf/Western_Blot_Tr.pdf

@Abnova Product Information

Entrez GenelD 23545

GeneBank Accession# NM_012463.2

Protein Accession# NP_036595.2

Gene Name ATPBVO0A2

Gene Alias ARCL, ATP6N1D, ATP6a2, J6B7, Stv1, TJ6, TJ6M, TJ6s, Vph1, WSS, a2

Gene Description ATPase, H+ transporting, lysosomal VO subunit a2

Gene Ontology Hyperlink

Gene Summary The protein encoded by this gene is a subunit of the vacuolar ATPase (v-ATPase), an heteromullti

meric enzyme that is present in intracellular vesicles and in the plasma membrane of specialized
cells, and which is essential for the acidification of diverse cellular components. V-ATPase is com
prised of a membrane peripheral V(1) domain for ATP hydrolysis, and an integral membrane V(0)
domain for proton translocation. The subunit encoded by this gene is a component of the V(0) do
main. Mutations in this gene are a cause of both cutis laxa type Il and wrinkly skin syndrome. [provi
ded by RefSeq

Other Designations ATPase, H+ transporting, lysosomal VO subunit A2|infantile malignant osteopetrosis

Pathway

e Epithelial cell signaling in Helicobacter pylori infection
e Lysosome
e Metabolic pathways

e Oxidative phosphorylation

@ Vibrio cholerae infection
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https://www.ncbi.nlm.nih.gov/gene?cmd=Retrieve&dopt=Graphics&list_uids=23545
https://www.ncbi.nlm.nih.gov/nucleotide/NM_012463.2
https://www.ncbi.nlm.nih.gov/protein/NP_036595.2
http://geneontology.org/
https://www.genome.jp/kegg-bin/show_pathway?hsa05120+Epithelial%20cell%20signaling%20in%20Helicobacter%20pylori%20infection
https://www.genome.jp/kegg-bin/show_pathway?hsa04142+Lysosome
https://www.genome.jp/kegg-bin/show_pathway?hsa01100+Metabolic%20pathways
https://www.genome.jp/kegg-bin/show_pathway?hsa00190+Oxidative%20phosphorylation
https://www.genome.jp/kegg-bin/show_pathway?hsa05110+Vibrio%20cholerae%20infection
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