@Abnova Product Information

COX10 293T Cell Transient Overexpression Lysate(Denatured)

Catalog # H00001352-T02 Size 100 uL

Applications

250 =
150 =
100 =

e COX10 transfected lysate.

50 =

[>]

- Lane 1: COX10 transfected lysate ( 48.84 KDa)
Lane 2: Non-transfected lysate.
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Specification

Transfected Cell Line 293T

Plasmid pCMV-COX10 full-length

Host Human

Theoretical MW (kDa) 48.84

Quality Control Testing Transient overexpression cell lysate was tested with Anti-COX10 antibody (H00001352-B02) by We
stern Blots.
SDS-PAGE Gel

COX10 transfected lysate.

Western Blot

Lane 1: COX10 transfected lysate (48.84 KDa)
Lane 2: Non-transfected lysate.
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http://www.abnova.com/products/products_detail.asp?Catalog_id=H00001352-B02
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Storage Buffer 1X Sample Buffer (50 mM Tris-HCI, 2% SDS, 10% glycerol, 300 mM 2-mercaptoethanol, 0.01% Bro
mophenol blue)

Storage Instruction Store at -80°C. Aliquot to avoid repeated freezing and thawing.

Applications

® \Nestern Blot

Gene Info — COX10

Entrez GenelD 1352

GeneBank Accession# BC000060.2

Protein Accession# AAHO00060.1

Gene Name COX10

Gene Alias -

Gene Description COX10 homolog, cytochrome ¢ oxidase assembly protein, heme A: farnesyltransferase (yeast)
Omim ID 602125

Gene Ontology Hyperlink

Gene Summary Cytochrome ¢ oxidase (COX), the terminal component of the mitochondrial respiratory chain, cata

lyzes the electron transfer from reduced cytochrome c to oxygen. This component is a heteromeric
complex consisting of 3 catalytic subunits encoded by mitochondrial genes and multiple structural
subunits encoded by nuclear genes. The mitochondrially-encoded subunits function in electron tra
nsfer, and the nuclear-encoded subunits may function in the regulation and assembly of the compl
ex. This nuclear gene encodes heme A:farnesyltransferase, which is not a structural subunit but re
quired for the expression of functional COX and functions in the maturation of the heme A prosthet
ic group of COX. This protein is predicted to contain 7-9 transmembrane domains localized in the
mitochondrial inner membrane. A gene mutation, which results in the substitution of a lysine for an
asparagine (N204K), is identified to be responsible for cytochrome ¢ oxidase deficiency. In additi
on, this gene is disrupted in patients with CMT1A (Charcot-Marie-Tooth type 1A) duplication and
with HNPP (hereditary neuropathy with liability to pressure palsies) deletion. [provided by RefSeq

Other Designations cytochrome c oxidase assembly protein|cytochrome ¢ oxidase subunit X|heme A: farnesyitransfer
ase|lheme A:farnesyltransferase

Pathway
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https://www.ncbi.nlm.nih.gov/gene?cmd=Retrieve&dopt=Graphics&list_uids=1352
https://www.ncbi.nlm.nih.gov/nucleotide/BC000060.2
https://www.ncbi.nlm.nih.gov/protein/AAH00060.1
https://www.ncbi.nlm.nih.gov/entrez/dispomim.cgi?id=602125
http://geneontology.org/
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e Metabolic pathways

e Oxidative phosphorylation

e Porphyrin and chlorophyll metabolism

Disease

e Alzheimer Disease

@ Neuropsychological Tests
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https://www.genome.jp/kegg-bin/show_pathway?hsa01100+Metabolic%20pathways
https://www.genome.jp/kegg-bin/show_pathway?hsa00190+Oxidative%20phosphorylation
https://www.genome.jp/kegg-bin/show_pathway?hsa00860+Porphyrin%20and%20chlorophyll%20metabolism
https://phgkb.cdc.gov/PHGKB/searchSummary.action?Mysubmit=Search&firstQuery=COX10&dbTypeChoice=All&__checkbox_gwas=true
https://phgkb.cdc.gov/PHGKB/searchSummary.action?Mysubmit=Search&firstQuery=COX10&dbTypeChoice=All&__checkbox_gwas=true
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